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Languages

Greek (Native)

English (Full professional)
German (Limited working)
Spanish (Limited working)

Skills

Docking (GOLD, Glide)

Molecular Modelling

Molecular Dynamics (MD) Simulations
(Gromacs, Desmond, AMBER)

Coarse — Grained MD Simulations
Accurate binding free energy calculations
VMD, PyMoL

Data analysis and presentation
Unix/Linux based operating systems
Python

NO)B

Honors and Awards

PhD scholarship from the second call of
the Hellenic Foundation for Research
and Innovation Scholarships to PhD
Candidates. (2019-2022)

Award performance from State
Scholarships Foundation. (2010-2011)
Entry Scholarship from State
Scholarships Foundation. (2010)
Award from Eurobank EFG program
"The great moment for education"
(2009-2010)

Efpraxia Tzortzini
Molecular Biologist, M.Sc., Ph.D.

Education

PhD in Computational Chemistry (2018 - 2023)

National & Kapodistrian University of Athens, Athens, Greece

Thesis title: Study of State-dependent Allosteric Cholesterol Binding Sites in Adenosine
Aja, A; Receptors Using Coarse-Grained Molecular Dynamics Simulations in Plasma
Mimetic Membranes.

MSc in Drug Discovery and Translational Biology (2015 - 2016)
University of Edinburgh, Edinburgh, UK
Thesis title: Classification of AAA+ proteins: a virtual screening approach.

Degree in Molecular Biology and Genetics (2010 -2014)

Democritus University of Thrace, Alexandroupolis, Greece
Thesis title: Comparative detection of COL6A4P1 expression in normal and

tumor samples for potential clinical use.
Thesis accomplished at the University of Liverpool under the Erasmus program.

Experience

National & Kapodistrian University of Athens, Athens, Greece

(July 2018 — now)

Working on computer-aided drug design of new allosteric antagonists for P2X7 receptor,
studying the protein — lipid interactions for the A; & Aa adenosine receptor and studying
the E channel of the SARS-CoV-2 virus.

Biomedical Research Foundation of the Academy of Athens, Athens,

Greece
(December 2014 - May 2015)
Study of the mechanisms by which the human interferon genes responds to virus infection.

Democritus University of Thrace, Alexandroupolis, Greece

(February 2013 — March 2014)

Familiarization with molecular biology techniques from DNA extraction and cloning to
protein expression and purification.
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